SEQUENCE LISTING 
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<210> 1 
<211> 18 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 1 

Pro Tyr Asp Val Pro Asp Tyr Ala Ser Leu Arg Ser His His His His 
15 10 15 

His His 



<210> 2 
<211> 10 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 2 

He Glu Gly Arg His His His His His His 
15 10 

<210> 3 

<211> 7 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 

<400> 3 

Asp Tyr Cys Asp He Glu Phe 
1 5 

<210> 4 

<2il> 16 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> A 

Cys Gly Arg Asp Tyr Lys Asp Asp Asp Lys His His His His His His 
15 10 15 

<210> 5 

<211> 9 

<212> PRT 



<213> artificial sequence 



<220> 

<223> Description of Artificial 
<400> 5 

Glu Phe Ser His His His His His 
1 5 

<210> 6 

<211> 10 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial 
<400> 6 

Ser Ala Trp Ser His Pro Gin Phe 
1 * 5 

<210> 7 

<211> 8 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial 
<400> 7 

Thr Met Ala Cys Asp He Glu Phe 
1 5 

<210> 8 

<211> 8 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial 



Sequence: synthetic module 



His 



Sequence: synthetic module 



Glu Lys 
10 



Sequence: synthetic module 



Sequence: synthetic module 



<400> 8 

Asp Tyr Lys Asp Asp Asp Asp Lys 

1 ' 5 

<210> 9 
<211> 8 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 9 

Trp Ser His Pro Gin Phe Glu Lys 
1 5 

<210> 10 

<211> 5 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence; synthetic module 
<400> 10 

Pro Gly Gly Ser Gly 
1 5 

<210> 11 

<211> 6 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 11 

His His His His His His 
1 5 

<210> 12 



<211> 7 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 

<400> 12 

Cys His His His His His His 

1 5 

<210> 13 

<211> 7 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 13 

His His His His His His Cys 
1 5 

<210> 14 

<211> 17 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 14 

Cys Ala Gly Pro Tyr Asp Val Pro Asp Tyr Ala Ser Leu Arg Ser His 
1 5 10 15 

His 

<210> 15 

<211> 7 

<212> PRT 



<213> artificial sequence 

i 

<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 15 

Arg Ser Gly Ala Tyr >\sp Tyr 
1 ~ 5 

<210> 16 

<211> 8 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 16 

Gin Gin Tyr Ser Ser Phe Pro Leu 
1 5 

<210> 17 

<211> 11 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial 
<400> 17 

Phe Asp Pro Phe Phe Asp Ser Phe 
1 5 

<210> 18 

<211> 10 

<212> PRT 

<213> artificial sequence 



Sequence: synthetic module 



Phe Asp Tyr 
10 



<220> 

<223> Description of Artificial Sequence: synthetic module 



<400> 18 

Gin Ser Tyr Asp Gin Asn Ala Leu Val Glu 
15 10 

<210> 19 

<211> 13 

<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 19 

His Gly Tyr Arg Lys Tyr Tyr Thr Asp Met Phe Asp Val 
1 " J 5 10 

<210> 20 

<211> 8 

<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 20 

His Gin Val Tyr Ser Thr Ser Pro 
1 ' 5 

<210> 21 

<211> 11 

<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 21 

Phe Pro Tyr Thr Tyr His Gly Phe Met Asp Asn 
15 10 

<210> 22 



<211> 8 
<212> PRT 

<213>- artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 22 

Gin Ser Tyr Asp Ser Gly Asn Leu 
1 ' 5 

<210> 23 

<211> 434 

<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 23 

Met Lys Lys Thr Ala lie Ala lie Ala Val Ala Leu Ala Gly Phe Ala 
15 10 15 

Thr Val Ala Gin Ala Asp Tyr Cys Asp lie Glu Phe Ala Glu Thr Val 
20 25 30 

Glu Ser Cys Leu Ala Lys Pro His Thr Glu Asn Ser Phe Thr Asn Val 
35 40 45 

Trp Lys Asp Asp Lys Thr Leu Asp Arg Tyr Ala Asn Tyr Glu Gly Cys 
50 55 60 



Leu Trp Asn Ala Thr Gly Val Val Val Cys Thr Gly Asp Glu Thr Gin 

65 ^ 70 75 80 

Cys Tyr Gly Thr Trp Val Pro lie Gly Leu Ala He Pro Glu Asn Glu 
^85 90 95 



Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly 

100 105 110 

Gly Gly Thr Lys Pro Pro Glu Tyr Gly Asp Thr Pro He Pro Gly Tyr 

115 " 120 125 

Thr Tyr lie Asn Pro Leu Asp Gly Thr Tyr Pro Pro Gly Thr Glu Gin 

130 135 140 



Asn Pro Ala Asn Pro Asn Pro Ser Leu Glu Glu Ser Gin Pro Leu Asn 
145 150 155 160 



Thr Phe Met Phe Gin Asn Asn Arg Phe Arg Asn Arg Gin Gly Ala Leu 
165 170 175 



Thr Val Tyr Thr Gly Thr Val Thr Gin Gly Thr Asp Pro Val Lys Thr 
180 185 190 

Tyr Tyr Gin Tyr Thr Pro Val Ser Ser Lys Ala Met Tyr Asp Ala Tyr 
195 " 200 205 

Trp Asn Gly Lys Phe Aig Asp Cys Ala Phe His Ser Gly Phe Asn Glu 
210 215 220 

Asp Pro Phe Val Cys Glu Tyr Gin Gly Gin Ser Ser Asp Leu Pro Gin 
225 230 ' 235 240 

Pro Pro Val Asn Ala Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly 
245 250 255 

Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser 
260 " 265 270 

Glu Gly Gly Gly Ser Gly Gly Gly Ser Gly Ser Gly Asp Phe Asp Tyr 
275 280 285 

Glu Lys Met Ala Asn Ala Asn Lys Gly Ala Met Thr Glu Asn Ala Asp 
290 295 300 

Glu Asn Ala Leu Gin Ser Asp Ala Lys Gly Lys Leu Asp Ser Val Ala 
305 310 315 320 

Thr Asp Tyr Gly Ala Ala lie Asp Gly Phe lie Gly Asp Val Ser Gly 
325 330 335 

Leu Ala Asn Gly Asn Gly Ala Thr Gly Asp Phe Ala Gly Ser Asn Ser 
340 345 350 

Gin Met Ala Gin Val Gly Asp Gly Asp Asn Ser Pro Leu Met Asn Asn 
355 360 365 

Phe Arg Gin Tyr Leu Pro Ser Leu Pro Gin Ser Val Glu Cys Arg Pro 
370 375 380 

Tyr Val Phe Gly Ala Gly Lys Pro Tyr Glu Phe Ser lie Asp Cys Asp 
385 390 395 400 

Lys lie Asn Leu Phe Arg Gly Val Phe Ala Phe Leu Leu Tyr Val Ala 
405 410 415 

Thr Phe Met Tyr Val Phe Ser Thr Phe Ala Asn lie Leu Arg Asn Lys 
420 425 430 



Glu Ser 



<210> 24 
<211> 219 
<212> PRT 



<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 24 

Met Lys Lys Thr Ala He Ala He Ala Val Ala Leu Ala Gly Phe Ala 
1 5 10 15 

Thr Val Ala Gin Ala Asp Tyr Cys Asp He Glu Phe Asn Ala Gly Gly 
20 25 30 

Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu 
35 40 45 

Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Gly Gly 
50 ~ 55 60 

Gly Ser Gly Ser Gly Asp Phe Asp Tyr Glu Lys Met Ala Asn Ala Asn 
65 ' ~ ™ 75 80 

Lys Gly Ala Met Thr Glu Asn Ala Asp Glu Asn Ala Leu Gin Ser Asp 
85 90 95 

Ala Lys Gly Lys Leu Asp Ser Val Ala Thr Asp Tyr Gly Ala Ala He 
100 105 110 

Asp Gly Phe He Gly Asp Val Ser Gly Leu Ala Asn Gly Asn Gly Ala 
115 120 125 

Thr Gly Asp Phe Ala Gly Ser Asn Ser Gin Met Ala Gin Val Gly Asp 
130 135 140 

Gly Asp Asn Ser Pro Leu Met Asn Asn Phe Arg Gin Tyr Leu Pro Ser 
145 150 155 160 

Leu Pro Gin Ser Val Glu Cys Arg Pro Phe Val Phe Gly Ala Gly Lys 
165 170 175 

Pro Tyr Glu Phe Ser He Asp Cys Asp Lys He Asn Leu Phe Arg Gly 
180 185 190 

Val Phe Ala Phe Leu Leu Tyr Val Ala Thr Phe Met Tyr Val Phe Ser 
195 200 205 

Thr Phe Ala Asn lie Leu Arg Asn Lys Glu Ser 
210 215 

<210> 25 

<211> 432 

<212> PRT 



<213> 



artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 



<400> 25 

Met Lys Lys Leu Leu Phe Ala He Pro Leu Val Val Pro Phe Tyr Ser 
1 5 10 15 

His Ser Thr Met Ala Cys Asp He Glu Phe Ala Glu Thr Val Glu Ser 

20 ~ 25 30 

Cys Leu Ala Lys Pro His Thr Glu Asn Ser Phe Thr Asn Val Trp Lys 
35 4 0 4 5 

Asp Asp Lys Thr Leu Asp Arg Tyr Ala Asn Tyr Glu Gly Cys Leu Trp 
50 55 60 

Asn Ala Thr Gly Val Val Val Cys Thr Gly Asp Glu Thr Gin Cys Tyr 
65 10 75 80 

Gly Thr Trp Val Pro He Gly Leu Ala He Pro Glu Asn Glu Gly Gly 
85 90 95 

Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly 
100 ^ 105 110 

Thr Lys Pro Pro Glu Tyr Gly Asp Thr Pro He Pro Gly Tyr Thr Tyr 
115 120 125 

He Asn Pro Leu Asp Gly Thr Tyr Pro Pro Gly Thr Glu Gin Asn Pro 
130 135 140 

Ala Asn Pro Asn Pro Ser Leu Glu Glu Ser Gin Pro Leu Asn Thr Phe 
145 150 155 160 

Met Phe Gin Asn Asn Arg Phe Arg Asn Arg Gin Gly Ala Leu Thr Val 
165 170 175 

Tyr Thr Gly Thr Val Thr Gin Gly Thr Asp Pro Val Lys Thr Tyr Tyr 
180 185 190 

Gin Tyr Thr Pro Val Ser Ser Lys Ala Met Tyr Asp Ala Tyr Trp Asn 
195 200 205 

Gly Lys Phe Arg Asp Cys Ala Phe His Ser Gly Phe Asn Glu Asp Pro 
210 215 220 

Phe Val Cys Glu Tyr Gin Gly Gin Ser Ser Asp Leu Pro Gin Pro Pro 
225 230 235 240 

Val Asn Ala Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Glu 
245 250 255 



Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly 
260 265 270 

Gly Gly Ser Gly Gly Gly Ser Gly Ser Gly Asp Phe Asp Tyr Glu Lys 
275 " ~ 1 280 285 

Met Ala Asn Ala Asn Lys Gly Ala Met Thr Glu Asn Ala Asp Glu Asn 
290 295 300 



Ala Leu Gin Ser Asp Ala Lys Gly Lys Leu Asp Ser Val Ala Thr Asp 
305 310 315 320 

Tyr Gly Ala Ala He Asp Gly Phe He Gly Asp Val Ser Gly Leu Ala 
325 330 335 

Asn Gly Asn Gly Ala Thr Gly Asp Phe Ala Gly Ser Asn Ser Gin Met 
340 345 350 

Ala Gin Val Gly Asp Gly Asp Asn Ser Pro Leu Met Asn Asn Phe Arg 
355 360 365 

Gin Tyr Leu Pro Ser Leu Pro Gin Ser Val Glu Cys Arg Pro Tyr Val 
370 375 380 

Phe Gly Ala Gly Lys Pro Tyr Glu Phe Ser He Asp Cys Asp Lys He 
385 390 395 400 

Asn Leu Phe Arg Gly Val Phe Ala Phe Leu Leu Tyr Val Ala Thr Phe 
405 410 415 

Met Tyr Val Phe Ser Thr Phe Ala Asn He Leu Arg Asn Lys Glu Ser 
420 425 430 

<210> 26 
<211> 434 
<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 26 

Met Lys Lys Thr Ala He Ala He Ala Val Ala Le- Ala Gly Phe Ala 
1 "* " 5 10 15 

Thr Val Ala Gin Ala Asp Tyr Cys Asp He Glu Phe Ala Glu Thr Val 
20 25 30 

Glu Ser Cys Leu Ala Lys Pro His Thr Glu Asn Ser Phe Thr Asn Val 
35 40 45 

Trp Lys Asp Asp Lys Thr Leu Asp Arg Tyr Ala Asn Tyr Glu Gly Cys 
50 55 60 

Leu Trp Asn Ala Thr Gly Val Val Val Cys Thr Gly Asp Glu Thr Gin 
65 * 70 75 80 

Cys Tyr Gly Thr Trp Val Pro He Gly Leu Ala He Pro Glu Asn Glu 
85 90 95 



Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly 
100 105 110 



Gly Gly Thr 
115 

Thr Tyr lie 
130 

Asn Pro Ala 
145 

Thr Phe Met 



Lys Pro Pro Glu Tyr Gly Asp Thr Pro He Pro Gly Tyr 
120 125 

Asn Pro Leu Asp Gly Thr Tyr Pro Pro Gly Thr Glu Gin 
135 140 

Asn Pro Asn Pro Ser Leu Glu Glu Ser Gin Pro Leu Asn 
150 155 160 

Phe Gin Asn Asn Ary Phe Arg Asn Arg Gin Gly Ala Leu 
165 170 175 



Thr Val Tyr 



Tyr Tyr Gin 
195 

Trp Asn Gly 
210 

Asp Pro Phe 
225 

Pro Pro Val 



Thr Gly Thr Val Thr Gin Gly Thr Asp Pro Val Lys Thr 
180 185 190 

Tyr Thr Pro Val Ser Ser Lys Ala Met Tyr Asp Ala Tyr 
200 205 

Lys Phe Arg Asp Cys Ala Phe His Ser Gly Phe Asn Glu 
215 220 

Val Cys Glu Tyr Gin Gly Gin Ser Ser Asp Leu Pro Gin 
230 ^ 235 240 

Asn Ala Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly 
245 250 255 



Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser 
260 265 270 



Glu Gly Gly 
275 

Glu Lys Met 
290 

Glu Asn Ala 
305 

Thr Asp Tyr 



Gly Ser Gly Gly Gly Ser Gly Ser Gly Asp Phe Asp Tyr 
280 285 

Ala Asn Ala Asn Lys Gly Ala Met Thr Glu Asn Ala Asp 
295 300 

Leu Gin Ser Asp Ala Lys Gly Lys Leu Asp Ser Val Ala 
310 315 320 

Gly Ala Ala He Asp Gly Phe He Gly Asp Val Ser Gly 
325 330 335 



Leu Ala Asn Gly Asn Gly Ala Thr Gly Asp Phe Ala Gly Ser Asn Ser 
340 345 350 

Gin Met Ala Gin Val Gly Asp Gly Asp Asn Ser Pro Leu Met Asn Asn 
355 360 365 



Phe Arg Gin 
370 

Tyr Val Phe 
385 

Lys He Asn 



Tyr Leu Pro Ser Leu Pro Gin Ser Val Glu Cys Arg Pro 
375 380 

Gly Ala Gly Lys Pro Tyr Glu Phe Ser He Asp Cys Asp 

390 395 400 

Leu Phe Arg Gly Val Phe Ala Phe Leu Leu Tyr Val Ala 

405 410 415 



Thr Phe Met Tyr Val Phe Ser Thr Phe Ala Asn He Leu Arg Asn Lys 
420 425 430 



Glu Ser 



<210> 27 

<211> 219 

<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 27 

Met Lys Lys Thr Ala He Ala He Ala Val Ala Leu Ala Gly Phe Ala 
1 ~ 5 10 15 

Thr Val Ala Gin Ala Asp Tyr Cys Asp He Glu Phe Asn Ala Gly Gly 
20 25 30 

Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu 
35 40 45 

Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Gly Gly 
50 ' 55 60 

Gly Ser Gly Ser Gly Asp Phe Asp Tyr Glu Lys Met Ala Asn Ala Asn 
65 " 70 75 80 

Lys Gly Ala Met Thr Glu Asn Ala Asp Glu Asn Ala Leu Gin Ser Asp 
85 90 95 

Ala Lys Gly Lys Leu Asp Ser Val Ala Thr Asp Tyr Gly Ala Ala He 
100 105 110 

Asp Gly Phe He Gly Asp Val Ser Gly Leu Ala Asn Gly Asn Gly Ala 
115 120 125 

Thr Gly Asp Phe Ala Gly Ser Asn Ser Gin Met Ala Gin Val Gly Asp 
130 135 140 

Gly Asp Asn Ser Pro Leu Met Asn Asn Phe Arg Gin Tyr Leu Pro Ser 
145 ~ 150 155 160 

Leu Pro Gin Ser Val Glu Cys Arg Pro Phe Val Phe Gly Ala Gly Lys 
165 170 175 

Pro Tyr Glu Phe Ser He Asp Cys Asp Lys He Asn Leu Phe Arg Gly 
180 185 190 

Val Phe Ala Phe Leu Leu Tyr Val Ala Thr Phe Met Tyr Val Phe Sex 
195 200 205 

Thr Phe Ala Asn He Leu Arg Asn Lys Glu Ser 
210 215 



<210> 28 



<211> 65 
<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 28 

Met Lys Lys Thr Ala He Ala He Ala Val Ala Leu Ala Gly Phe Ala 
1 ~ 5 10 15 

Thr Val Ala Gin Ala Asp Tyr Cys Asp He Glu Phe Gly Gly Gly Gly 
20 25 30 

Ser Met Ser Val Leu Val Tyr Ser Phe Ala Ser Phe Val Leu Gly Trp 
35 40 45 

Cys Leu Arg Ser Gly He Thr Tyr Phe Thr Arg Leu Met Glu Thr Ser 
50 ~ 55 60 

Ser 
65 

<210> 29 
<211> 16 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 29 

Ser Pro Gly Gly Ser Gly Gly Ala Pro His His His His His His Cys 
I 1 5 ~ 10 15 

<210> 30 

<211> 21 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 

<400> 30 



Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys Gly Ala Pro Trp Ser His 
15 10 15 

Pro Gin Phe Glu Lys 
20 

<210> 31 
<211> 24 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 31 

Glu Phe Glu Gin Lys Leu lie Ser Glu Glu Asp Leu Asn Gly Ala Pro 
15 10 15 

Trp Ser His Pro Gin Phe Glu Lys 
20 

<210> 32 
<211> 17 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 32 

Glu Phe Pro Gly Gly Ser Gly Gly Ala Pro His His His His His His 
1 5 10 15 

Cys 

<210> 33 

<211> 22 

<212> PRT 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: synthetic module 



<400> 33 

Cys Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys Gly Ala Pro Trp Ser 
1 ' 5 10 15 

His Pro Gin Phe Glu Lys 
20 

<210> 34 
<211> 25 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Description of Artificial Sequence: synthetic module 
<400> 34 

Cys Glu Phe Glu Gin Lys Leu He Ser Glu Glu Asp Leu Asn Gly Ala 
1 5 10 15 

Pro Trp Ser His Pro Gin Phe Glu Lys 
20 25 

<210> 35 
<211> 4380 
<212> DNA 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence, vector 
<400> 35 

tctagagcat gcgtaggaga aaataaaatg aaacaaagca ctattgcact ggcactctta 60 

ccgttgctct tcacccctgt taccaaagcc gactacaaag atgaagtgca attggtggaa 120 

agcggcggcg gcctggtgca accgggcggc agcctgcgtc tgagctgcgc ggcctccgga 180 

tttaccttta gcagctatgc gatgagctgg gtgcgccaag cccctgggaa gggtctcgag 240 

tgggtgagcg cgattagcgg tagcggcggc agcacctatt atgcggatag cgtgaaaggc 300 

cgttttacca tttcacgtga taattcgaaa aacaccctgt atctgcaaat gaacagcctg 360 

cgtgcggaag atacggccgt gtattattgc gcgcgtcgtt ctggtgctta tgattattgg 420 

ggccaaggca ccctggtgac ggttagctca gcgggtggcg gttctggcgg cggtgggagc 480 

ggtggcggtg gttctggcgg tggtggttcc gatatcgtga tgacccagag cccggatagc 540 



ctggcggtga 


gcctgggcga 


acgtgcgacc 


attaactgca 


gaagcagcca 


gagcgtgctg 


600 


tatagcagca 


acaaca'aaaa 


ctatctggcg 


tggtaccagc 


agaaaccagg 


tcagccgccg 


660 


aaactattaa 


tttattgggc 


a.tccacccgt 


gaaagcgggg 


tcccggatcg 


ttttagcggc 


720 


tctggatccg 


gcactgattt 


taccctgacc 


atttcgtccc 


tgcaagctga 


agacgtggcg 


780 


gtgtattatt 


gccagcagta 


ttcttctttt 


cctcttacct 


ttggccaggg 


tacgaaagtt 


840 


gaaattaaac 


gtacggaatt 


cccagggggg 


agcggaggcg 


cgccgcacca 


tcatcaccat 


900 


cactgataag 


cttgacctgt 


gaagtgaaaa 


atggcgcaga 


ttgtgcgaca 


ttttttttgt 


960 


ctgccgttta 


attaaagggg 


ggggggggcc 


ggcctggggg 


ggggtgtaca 


tgaaattgta 


1020 


aacgttaata 


ttttgttaaa 


attcgcgtta 


aatttttgtt 


aaatcagctc 


attttttaac 


1080 


caataggccg 


aaatcggcaa 


aatcccttat 


aaatcaaaag 


aatagaccga 


gatagggttg 


1140 


agtgttgttc 


cagtttggaa 


caagagtcca 


ctattaaaga 


acgtggactc 


caacgtcaaa 


1200 


gggcgaaaaa 


ccgtctatca 


gggcgatggc 


ccactacgag 


aaccatcacc 


ctaatcaagt 


1260 


tttttggggt 


cgaggtgccg 


taaagcacta 


aatcggaacc 


ctaaagggag 


cccccgattt 


1320 


agagcttgac 


ggggaaagcc 


ggcgaacgtg 


gcgagaaagg 


aagggaagaa 


agcgaaagga 


1380 


gcgggcgcta 


gggcgctggc 


aagtgtagcg 


gtcacgctgc 


gcgtaaccac 


cacacccgcc 


1440 


gcgcttaatg 


cgccgctaca 


gggcgcgtgc 


tagactagtg 


tttaaaccgg 


accggggggg 


1500 


ggcttaagtg 


ggctgcaaaa 


caaaacggcc 


tcctgtcagg 


aagccgcttt 


tatcgggtag 


1560 


cctcactgcc 


cgctttccag 


tcgggaaacc 


tgtcgtgcca 


gctgcatcag 


tgaatcggcc 


1620 


aacgcgcggg 


gagaggcggt 


ttgcgtattg 


ggagccaggg 


tggtttttct 


tttcaccagt 


1680 


gagacgggca 


acagctgatt 


gcccttcacc 


gcctggccct 


gagagagttg 


cagcaagcgg 


1740 


tccacgctgg 


tttgccccag 


caggcgaaaa 


tcctgtttga 


tggtggtcag 


cggcgggata 


1800 


taacatgagc 


tgtcctcggt 


atcgtcgtat 


cccactaccg 


agatgtccgc 


accaacgcgc 


1860 


agcccggact 


cggtaatggc 


acgcattgcg 


cccagcgcca 


tctgatcgtt 


ggcaaccagc 


1920 


atcgcagtgg 


gaacgatgcc 


ctcattcagc 


atttgcatgg 


tttgttgaaa 


accggacatg 


1980 


gcactccagt 


cgccttcccg 


ttccgctatc 


ggctgaattt 


gattgcgagt 


gagatattta 


2040 


tgccagccag 


ccagacgcag 


acgcgccgag 


acagaactta 


atgggccagc 


taacagcgcg 


2100 


atttgctggt 


ggcccaatgc 


gaccagatgc 


tccacgccca 


gtcgcgtacc 


gtcctcatgg 


2160 


gagaaaataa 


tactgttgat 


gggtgtctgg 


tcagagacat 


caagaaataa 


cgccggaaca 


2220 


ttagtgcagg 


cagcttccac 


agcaatagca 


tcctggtcat 


ccagcggata 


gttaataatc 


2280 


agcccactga 


cacgttgcgc 


gagaagattg 


tgcaccgccg 


ctttacaggc 


ttcgacgccg 


2340 


cttcgttcta 


ccatcgacac 


gaccacgctg 


gcacccagtt 


gatcggcgcg 


agatttaatc 


2400 



gccgcgacaa 


tttgcgacgg 


cgcgtgcagg 


gccagactgg 


aggtggcaac 


gccaatcagc 


2460 


i 

aacgactgtt 


tgcccgccag 


ttgttgtgcc 


acgcggttag 


gaatgtaatt 


cagctccgcc 


2520 


atcgccgctt 


ccactttttc 


ccgcgttttc 


gcagaaacgt 


ggctggcctg 


gttcaccacg 


2580 


cgggaaacgg 


tctgataaga 


gacaccggca 


tactctgcga 


catcgtataa 


cgttactggt 


2640 


ttCeicatLca 


ccaccctgaa 


ttgactctct 


tccgggcgct 


atcatgccat 


accy cgaaatj 


2700 


gttttgcgcc 


attcgatgct 


agccatgtga 


gcaaaaggcc 


agcaaaaggc 


caggaaccgt 


2760 


aaaaaggccg 


cgttgctggc 


gtttttccat 


aggctccgcc 


cccctgacga 


gcatcacaaa 


2820 


aatcgacgct 


caagtcagag 


gtggcgaaac 


ccgacaggac 


tataaagata 


ccaggcgttt 


2880 


ccccctggaa 


gctccctcgt 


gcgctctcct 


gttccgaccc 


tgccgcttac 


cggatacctg 


2940 


tccgcctttc 


tcccttcggg 


aagcgtggcg 


ctttctcata 


gctcacgctg 


taggtatctc 


3000 


agttcggtgt 


aggtcgttcg 


ctccaagctg 


ggctgtgtgc 


acgaaccccc 


cgttcagccc 


3060 


gaccgctgcg 


ccttatccgg 


taactatcgt 


cttgagtcca 


acccggtaag 


acacgactta 


3120 


tcgccactgg 


cagcagccac 


tggtaacagg 


attagcagag 


cgaggtatgt 


aggcggtgct 


3180 


acagagttct 


tgaagtggtg 


gcctaactac 


ggctacacta 


gaagaacagt 


atttggtatc 


3240 


tgcgctctgc 


tgtagccagt 


taccttcgga 


aaaagagttg 


gtagctcttg 


atccggcaaa 


3300 


caaaccaccg 


ctggtagcgg 


tggttttttt 


gtttgcaagc 


agcagattac 


gcgcagaaaa 


3360 


aaaggatctc 


aagaagatcc 


tttgatcttt 


tctacggggt 


ctgacgctca 


gtggaacgaa 


3420 


aactcacgtt 


aagggatttt 


ggtcagatct 


agcaccaggc 


gtttaagggc 


accaataact 


3480 


gccttaaaaa 


aattacgccc 


cgccctgcca 


ctcatcgcag 


tactgttgta 


attcattaag 


3540 


cattctgccg 


acatggaagc 


catcacaaac 


ggcatgatga 


acctgaatcg 


ccagcggcat 


3600 


cagcaccttg 


tcgccttgcg 


tataatattt 


gcccatagtg 


aaaacggggg 


cgaagaagtt 


3660 


gtccatattg 


gctacgttta 


aatcaaaact 


ggtgaaactc 


acccagggat 


tggctgagac 


3720 


gaaaaacata 


ttctcaataa 


accctttagg 


gaaataggcc 


aggttttcac 


cgtaacacgc 


3780 


cacatcttgc 


gaatatatgt 


gtagaaactg 


ccggaaatcg 


tcgtggtatt 


cactccagag 


3840 


cgatgaaaac 


gtttcagttt 


gctcatggaa 


aacggtgtaa 


caagggtgaa 


cactatccca 


3900 


tatcaccagc 


tcaccgtctt 


tcattgccat 


acggaactcc 


gggtgagcat 


tcatcaggcg 


3960 


ggcaagaatg 


tgaataaagg 


ccggataaaa 


cttgtgctta 


tttttcttta 


cggtctttaa 


4020 


aaaggccgta 


atatccagct 


gaacggt ctg 


gt t a taggta 


ca t tgagcaa 


CL.gact.gaaa 




tgcctcaaaa 


tgttctttac 


gatgccattg 


ggatatatca 


acggtggtat 


atccagtgat 


4140 


ttttttctcc 


attttagctt 


ccttagctcc 


tgaaaatctc 


gataactcaa 


aaaatacgcc 


4200 



cggtagtgat cttatttcat tatggtgaaa gttggaacct cacccgacgt ctaatgtgag 4260 
ttagctcact cattaggcac cccaggcttt acactttatg cttccggctc gtatgttgtg 4320 
tggaattgtg agcggataae a.atttcacac aggaaacagc tatgaccatg attacgaatt 4380 

<210> 36 

<211> 2839 

<212> DNA 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: vector 
<400> 36 





atcaaaatta 


atacoactca 


ctataaaaaa 


accacaacgg 


tttcccgaat 


60 




taacaataaa 

W O U O V* V-j u 


aataatttta 


tttaacttta 


aaaaaoaaat 


atatccatgg 


120 


L-LLJa.clclL.Ly L 


f naaaattat 


ttaocaaaat 


ccca. t acaoa 


aaattcat tt 


actaaegtet 


180 


yyaaayaL,yct 


raaaact* tfa 

v_ a a a a. v_» v_- i_ ^ a 




rtaactataa 


gggctgtctg 


tggaatgeta 


240 




a y l l i,y l, a l» l. 


yy OLy ciQu 


rfrant"dtta 

L L- v_- a y l>m l- i— t* 


cootacatao 

%J V4 ^ W \-A \J} 


gttcctattg 


300 




ccctgaaaat 


yayyy uyy L- y 


actctaaaacr 

yiw.ov-wya.yyy 


taqeqattet 


ccgtacgacg 


360 


L LLLay ol La 


rncttcccta 


cottcccatr 


acca t caeca 


tcactaagct 


tcagtcccgg 


420 


gcagtggatc 


cggctgctaa 


caaagcccga 


aaggaagctg 


agttggctgc 


tgccaccgct 


480 


gagcaataac 


tagcataacc 


ccttggggcc 


tetaaaeggg 


tcttgagggg 


ttttttgctg 


540 


aaaggaggaa 


ctatatccgg 


atcgagatcc 


ccacgcgccc 


tgtagcggcg 


cattaagege 


600 


ggcgggtgtg 


gtggttacgc 


gcagcgtgac 


cgctacactt 


gccagcgccc 


tagcgcccgc 


660 


tcctttcgct 


ttcttccctt 


cctttctcgc 


cacgttcgcc 


ggctttcccc 


gtcaagctct 


720 


aaatcggggc 


atccctttag 


ggttccgatt 


tagtgettta 


cggcacctcg 


accccaaaaa 


780 


acttgattag 


ggtgatggtt 


cacgtagtgg 


gccatcgccc 


tgatagaegg 


tttttcgccc 


840 


tttgacgttg 


gagtccacgt 


tctttaatag 


tggactcttg 


ttccaaactg 


gaacaacact 


900 


caaccctatc 


tcggtctatt 


cttttgattt 


ataagggatt 


ttgccgattt 


eggectattg 


960 


gttaaaaaat 


gagctgattt 


aacaaaaatt 


taacccgaat 


tttaacaaaa 


tattaaegtt 


1020 


tacaatttca 


ggtggcactt 


ttcggggaaa 


tgtgcgcgga 


acccctattt 


gtttattttt 


1080 


ctaaatacat 


tcaaatatgt 


atccgctcat 


gagacaataa 


ccctgataaa 


tgcttcaata 


1140 


atattgaaaa 


aggaagagta 


tgagtattca 


acatttccgt 


gtcgccctta 


ttcccttttt 


1200 



tgcggcattt 


tgccttcctg 


tttttgctca 


cccagaaacg 


ctggtgaaag 


taaaagatgc 


1260 


tgaa.gatcag 


ttgggtgcac 


gagtgggtta 


catcgaactg 


gatctcaaca 


gcggtaagat, 


1320 


ccttgagagt 


tttcgccccg 


aagaacgttt 


tccaatgatg 


agcactttta 


aagttctgct 


1380 


atgtggcgcg 


gtattatccc 


gtattgacgc 


cgggcaagag 


caactcggtc 


gccgcataca 


1440 


ctattctcag 


aatgacttgg 


ttgagtactc 


accagtcaca 


gaaaagcatc 


ttacggatgg 


1500 


catgacagta 


agagaattat 


gcagtgctgc 


cataaccatg 


agtgataaca 


ctgcggccaa 


1560 


cttacttctg 


acaacgatcg 


gaggaccgaa 


ggagctaacc 


gcttttttgc 


acaacatggg 


1620 


ggatcatgta 


actcgccttg 


atcgttggga 


accggagctg 


aatgaagcca 


taccaaacga 


1680 


cgagcgtgac 


accacgatgc 


ctgtagcaat 


ggcaacaacg 


ttgcgcaaac 


tattaactgg 


1740 


cgaactactt 


actctagctt 


cccggcaaca 


attaatagac 


tggatggagg 


cggataaagt 


1800 


tgcaggacca 


cttctgcgct 


cggcccttcc 


ggctggctgg 


tttattgctg 


ataaatctgg 


1860 


agccggtgag 


cgtgggtctc 


gcggtatcat 


tgcagcactg 


gggccagatg 


gtaagccctc 


1920 


ccgtatcgta 


gttatctaca 


cgacggggag 


tcaggcaact 


atggatgaac 


gaaatagaca 


1980 


gatcgctgag 


ataggtgcct 


cactgattaa 


gcattggtaa 


ctgtcagacc 


aagtttactc 


2040 


atatatactt 


tagattgatt 


taaaacttca 


tttttaattt 


aaaaggatct 


aggtgaagat 


2100 


cctttttgat 


aatctcatga 


ccaaaatccc 


ttaacgtgag 


ttttcgttcc 


actgagcgtc 


2160 


agaccccgta 


gaaaagatca 


aaggatcttc 


ttgagatcct 


ttttttctgc 


gcgtaatctg 


2220 


ctgcttgcaa 


acaaaaaaac 


caccgctacc 


agcggtggtt 


tgtttgccgg 


atcaagagct 


2280 


accaactctt 


tttccgaagg 


taactggctt 


cagcagagcg 


cagataccaa 


atactgtcct 


2340 


tctagtgtag 


ccgtagttag 


gccaccactt 


caagaactct 


gtagcaccgc 


ctacatacct 


2400 


cgctctgcta 


atcctgttac 


cagtggctgc 


tgccagtggc 


ga Liiag'Lcyc 


gtcrtaccgg 


2460 


gttggactca 


agacgatagt 


taccggataa 


ggcgcagcgg 


tcgggctgaa 


cggggggttc 


2520 


gtgcacacag 


cccagcttgg 


agcgaacgac 


ctacaccgaa 


ctgagatacc 


tacagcgtga 


2580 


gctatgagaa 


agcgccacgc 


ttcccgaagg 


gagaaaggcg 


gacaggtatc 


cggtaagcgg 


2640 


cagggtcgga 


acaggagagc 


gcacgaggga 


gcttccaggg 


ggaaacgcct 


ggtatcttta 


2700 


tagtcctgtc 


gggtttcgcc 


acctctgact 


tgagcgtcga 


tttttgtgat 


gctcgtcagg 


2760 


ggggcggagc 


ctatggaaaa 


acgccagcaa 


cgcggccttt 


ttacggttcc 


tggccttttg 


2820 


ctggcctttt 


gctcacatg 










2839 



<210> 37 
<211> 4045 



<212> DNA 



<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: vector 
<400> 37 



agcttaatta 


gctgagcttg 


gactcctgtt 


gatagatcca 


gtaatgacct 


cagaactcca 


60 


tctggatttg ttcagaacgc tcggttgccg ccgggcgttt tttattggtg 


agaatccaag 


120 


ctagcttggc 


gagattttca 


ggagctaagg 


aagctaaaat 


ggagaaaaaa 


atcactggat 


180 


ataccaccgt 


tgatatatcc 


caatggcatc 


gtaaagaaca 


ttttgaggca 


tttcagtcag 


240 


ttgctcaatg 


tacctataac 


cagaccgttc 


agctggatat 


tacggccttt 


ttaaagaccg 


300 


taaagaaaaa 


taagcacaag 


ttttatccgg 


cctttattca 


cattcttgcc 


cgcctgatga 


360 


atgctcatcc 


ggaatttcgt 


atggcaatga 


aagacggtga 


gctggtgata 


tgggatagtg 


420 


ttcacccttg 


ttacaccgtt 


ttccatgagc 


aaactgaaac 


gttttcatcg 


ctctggagtg 


480 


aataccacga 


cgatttccgg 


cagtttctac 


acatatattc 


gcaagatgtg 


gcgtgttacg 


540 


gtgaaaacct 


ggcctatttc 


cctaaagggt 


ttattgagaa 


tatgtttttc 


gtctcagcca 


600 


atccctgggt 


gagtttcacc 


agttttgatt 


taaacgtggc 


caatatggac 


aacttcttcg 


660 


cccccgtttt 


caccatgcat 


gggcaaatat 


tatacgcaag 


gcgacaaggt 


gctgatgccg 


720 


ctggcgattc 


aggttcatca 


tgccgtctgt 


gatggcttcc 


atgtcggcag 


aatgcttaat 


780 


gaattacaac 


agtactgcga 


tgagtggcag 


ggcggggcgt 


aattttttta 


aggcagttat 


840 


tggtgccctt 


aaacgcctgg 


ggtaatgact 


ctctagcttg 


aggcatcaaa 


taaaacgaaa 


900 


ggctcagtcg 


aaagactggg 


cctttcgttt 


tatctgttgt 


ttgtcggtga 


acgctctcct 


960 


gagtaggaca 


aa t ccgccgc 


tctagagctg 


cctcgcgcgt 


ttcggtgatg 


acggtgaaaa 


1020 


cctctgacac 


atgcagctcc 


cggagacggt 


cacagcttgt 


ctgtaagcgg 


atgccgggag 


1080 


cagacaagcc 


cgtcagggcg 


cgtcagcggg 


tgttggcggg 


tgtcggggcg 


cagccatgac 


1140 


ccagtcacgt 


agcgatagcg 


gagtgtatac 


tggcttaact 


atgcggcatc 


agagcagatt 


1200 


gtactgagag 


tgcaccatat 


gcggtgtgaa 


ataccgcaca 


gatgcgtaag 


gagaaaatac 


1260 


cgcatcaggc 


gctcttccgc 


ttcctcgctc 


actgactcgc 


tgcgctcggt 


ctgtcggctg 


1320 


cggcgagcgg 


tatcagctca 


ctcaaaggcg 


gtaatacggt 


tatccacaga 


atcaggggat 


1380 


aacgcaggaa 


agaacatgtg 


agcaaaaggc 


cagcaaaagg 


ccaggaaccg 


taaaaaggcc 


1440 


gcgttgctgg 


cgtttttcca 


taggctccgc 


ccccctgacg 


agcatcacaa 


aaatcgacgc 


1500 


tcaagtcaga 


ggtggcgaaa 


cccgacagga 


ctataaagat 


accaggcgtt 


tccccctgga 


1560 



agctccctcg 


tgcgctctcc 


tgttccgacc 


ctgccgctta 


ccggatacct 


gtccgccttt 


1620 


ctcccttcgg gaagcgtggc gctttctcaa 


tgctcacgct 


gtaggtatct 


cagttcggtg 


1680 


taggtcgttc 


gctccaagct 


gggctgtgtg 


cacgaacccc 


ccgttcagcc 


cgaccgctgc 


1740 


gccttatccg 


gtaactatcg 


tcttgagtcc 


aacccggtaa 


gacacgactt 


atcgccactg 


1800 


gcagcagcca 


ctggtaacag 


gattagcaga 


gcgaggtatg 


taggcggtgc 


tacagagttc 


1860 


ttgaagtggt 


ggcctaacta 


cggctacact 


agaaggacag 


tatttggtat 


ctgcgctctg 


1920 


ctgaagccag 


ttaccttcgg 


aaaaagagtt 


ggtagctctt 


gatccggcaa 


acaaaccacc 


1980 


gctggtagcg 


gtggtttttt 


tgtttgcaag 


cagcagatta 


cgcgcagaaa 


aaaaggatct 


204 0 


caagaagatc 


ctttgatctt 


ttctacgggg 


tctgacgctc 


agtggaacga 


aaactcacgt 


2100 


taagggattt 


tggtcatgag 


attatcaaaa 


aggatcttca 


cctagatcct 


tttaaattaa 


2160 


aaatgaagtt 


ttaaatcaat 


ctaaagtata 


tatgagtaaa 


cttggtctga 


cagttaccaa 


2220 


tgcttaatca 


gtgaggcacc 


tatctcagcg 


atctgtctat 


ttcgttcatc 


catagctgcc 


2280 


tgactccccg 


tcgtgtagat 


aactacgata 


cgggagggct 


taccatctgg 


ccccagtgct 


2340 


gcaatgatac 


cgcgagaccc 


acgctcaccg 


gctccagatt 


tatcagcaat 


aaaccagcca 


2400 


gccggaaggg 


ccgagcgcag 


aagtggtcct 


gcaactttat 


ccgcctccat 


ccagtctatt 


2460 


aattgttgcc 


gggaagctag 


agtaagtagt 


tcgccagtta 


atagtttgcg 


caacgttgtt 


2520 


gccattgcta 


caggcatcgt 


ggtgtcacgc 


tcgtcgtttg 


gtatggcttc 


attcagctcc 


2580 


ggttcccaac 


gatcaaggcg 


agttacatga 


tcccccatgt 


tgtgcaaaaa 


agcggttagc 


2640 


tccttcggtc 


ctccgatcgt 


tgtcagaagt 


aagttggccg 


cagtgttatc 


actcatggtt 


2700 


atggcagcac 


tgcataattc 


tcttactgtc 


atgccatccg 


taagatgctt 


ttctgtgact 


2760 


ggtgagtact 


caaccaagtc 


attctgagaa 


tagtgtatgc 


ggcgaccgag 


ttgctcttgc 


2820 


ccggcgtcaa 


tacgggataa 


taccgcgcca 


catagcagaa 


ctttaaaagt 


gctcatcatt 


2880 


ggaaaacgtt 


cttcggggcg 


aaaactctca 


aggatcttac 


cgctgttgag 


atccagttcg 


2940 


atgtaaccca 


ctcgtgcacc 


caactgatct 


tcagcatctt 


ttactttcac 


cagcgtttct 


3000 


gggtgagcaa 


aaacaggaag 


gcaaaatgcc 


gcaaaaaagg 


gaataagggc 


gacacggaaa 


3060 


tgttgaatac 


tcatactctt 


cctttttcaa 


tattattgaa 


gcatttatca 


gggttattgt 


3120 


ctcatgagcg 


gatacatatt 


tgaatgtatt 


tagaaaaata 


aacaaatagg 


ggttccgcgc 


3180 


acatttcccc 


gaaaagtgcc 


acctgacgtc 






gaCaCL.aa.CC 


*3 o a n 


tataaaaata 


ggcgtatcac 


gaggcccttt 


cgtcttcacc 


tcgagaaatc 


ataaaaaatt 


3300 


tatttgcttt 


gtgagcggat 


aacaattata 


atagattcaa 


ttgtgagcgg 


ataacaattt 


3360 



cacacagaat tcattaaaga ggagaaatta accatgagtg acattgcctt cttgattgat 3420 

ggctctggta gcatcatccc acatgacttt cggcggatga aggagtttgt ctcaactgtg 3480 

atggagcaat taaaaaagtc caaaaccttg ttctctttga tgcagtactc tgaagaattc 3540 

cggattcact ttaccttcaa agagttccag aacaacccta acccaagatc actggtgaag 3600 

ccaataacgc agctgcttgg gcggacacac acggccacgg gcatccgcaa agtggtacga 3660 

gagctgttta acatcaccaa cggagcccga aagaatgcct ttaagatcct agttgtcatc 3720 

acggatggag aaaagtttgg cgatcccttg ggatatgagg atgtcatccc tgaggcagac 3780 

agagagggag tcattcgcta cgtcattggg gtgggagatg ccttccgcag tgagaaatcc 3840 

cgccaagagc ttaataccat cgcatccaag ccgcctcgtg atcacgtgtt ccaggtgaat 3900 

aactttgagg ctctgaagac cattcagaac cagcttcggg agaagatctt tgcgatcgag 3960 

ggtactcaga caggaagtag cagctccttt gagcatgaga tgtctcagga aatcgaaggt 4020 

agacatcacc atcaccatca ctaga 4045 

<210> 38 
<211> 1574 
<212> DNA 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: expression cassette 
<400> 38 

gctagcctga ggccagtttg ctcaggctct ccccgtggag gtaataattg ctcgaccgat 60 

aaaagcggct tcctgacagg aggccgtttt gttttgcagc ccacctcaac gcaattaatg 120 

tgagttagct cactcattag gcaccccagg ctttacactt tatgcttccg gctcgtatgt 180 

tgtgtggaat tgtgagcgga taacaatttc acacaggaaa cagctatgac catgattacg 240 

aatttctaga taacgagggc aaaaaatgaa aaagacagct atcgcgattg cagtggcact 300 

ggctggtttc gctaccgtag cgcaggccga ctactgcgat atcgaattcg cagaaacagt 360 

tgaaagttgt ttagcaaaac cccatacaga aaattcattt actaacgtct ggaaagacga 420 

caaaacttta gatcgttacg ctaactatga gggctgtctg tggaatgcta caggcgttgt 480 

agtttgtact ggtgacgaaa ctcagtgtta cggtacatgg gttcctattg ggcttgctat 540 

ccctgaaaat gagggtggtg gctctgaggg tggcggttct gagggtggcg gctctgaggg 600 

tggcggtact aaacctcctg agtacggtga tacacctatt ccgggctata cttatatcaa 660 



ccctctcgac ggcacttatc 


cgcctggtac 


tgagcaaaac 


cccgctaatc 


ctaatccttc 


720 


i 

tctt ( gaggag 


tctcagcctc 


ttaatacttt 


catgtttcag 


aataataggt 


tccgaaatag 


780 


gcagggggca 


ttaactgttt 


atacgggcac 


tgttactcaa 


ggcactgacc 


ccgttaaaac 


840 


ttattaccag 


tacactcctg 


tatcatcaaa 


agccatgtat 


gacgcttact 


ggaacggtaa 


900 


attcagagac 


tgcgctttcc 


attctggctt 


taatgaggat 


ccattcgttt 


gtgaatatca 


960 


aggccaatcg 


tctgacctgc 


ctcaacctcc 


tgtcaatgct 


ggcggcggct 


ctggtggtgg 


1020 


ttctggtggc 


ggctctgagg 


gtggcggctc 


tgagggtggc 


ggttctgagg 


gtggcggctc 


1080 


tgagggtggc 


ggttccggtg 


gcggctccgg 


ttccggtgat 


tttgattatg 


aaaaaatggc 


1140 


aaacgctaat 


aagggggcta 


tgaccgaaaa 


tgccgatgaa 


aacgcgctac 


agtctgacgc 


1200 


taaaggcaaa 


cttgattctg 


tcgctactga 


ttacggtgct 


gctatcgatg 


gtttcattgg 


1260 


tgacgtttcc 


ggccttgcta 


atggtaatgg 


tgctactggt 


gattttgctg 


gctctaattc 


1320 


ccaaatggct 


caagtcggtg 


acggtgataa 


ttcaccttta 


atgaataatt 


tccgtcaata 


1380 


tttaccttct 


ttgcctcagt 


cggttgaatg 


tcgcccttat 


gtctttggcg 


ctggtaaacc 


1440 


atatgaattt 


tctattgatt 


gtgacaaaat 


aaacttattc 


cgtggtgtct 


ttgcgtttct 


1500 


tttatatgtt 


gccaccttta 


tgtatgtatt 


ttcgacgttt 


gctaacatac 


tgcgtaataa 


1560 


ggagtcttaa 


gctt 










1574 



<210> 39 

<211> 932 

<212> DNA 

<213> artificial sequence 



<220> 

<223> Description of Artificial Sequence: expression cassette 
<400> 39 

gctagcctga ggccagtttg ctcaggctct ccccgtggag gtaataattg ctcgaccgat 60 

aaaagcggct tcctgacagg aggccgtttt gttttgcagc ccacctcaac gcaattaatg 120 

tgagttagct cactcattag gcaccccagg ctttacactt tatgcttccg gctcgtatgt 180 

tgtgtggaat tgtgagcgga taacaatttc acacaggaaa cagctatgac catgattacg 240 

aatttctaga taacgagggc aaaaaatgaa aaagacagct atcgcgattg cagtggcact 300 

ggctggtttc gctaccgtag cgcaggccga ctactgcgat atcgaattca atgctggcgg 360 

cggctctggt ggtggttctg gtggcggctc tgagggtggt ggctctgagg gtggcggttc 420 



tgagggtggc ggctctgagg gaggcggttc cggtggtggc tctggttccg gtgattttga 480 

ttatgaaaag atggcaaacg ctaataaggg ggctatgacc gaaaatgccg atgaaaacgc 540 

gctacagtct gacgctaaag gcaaacttga ttctgtcgct actgattacg gtgctgctat 600 

cgatggtttc attggtgacg tttccggcct tgctaatggt aatggtgcta ctggtgattt 660 

tgctggctct aattcccaaa tggctcaagt cggtgacggt gataattcac ctttaatgaa 720 

taatttccgt caatatttac cttccctccc tcaatcggtt gaatgtcgcc cttttgtctt 780 

tggcgctggt aaaccatatg aattttctat tgattgtgac aaaataaact tattccgtgg 840 

tgtctttgcg tttcttttat atgttgccac ctttatgtat gtattttcta cgtttgctaa 900 

catactgcgt aataaggagt cttgataagc tt 932 
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tctagataac gagggcaaaa aatgaaaaag acagctatcg cgattgcagt ggcactggct 60 

ggtttcgcta ccgtagcgca ggccgactac tgcgatatcg aattcgcaga aacagttgaa 120 

agttgtttag caaaacccca tacagaaaat tcatttacta acgtctggaa agacgacaaa 180 

actttagatc gttacgctaa ctatgagggc tgtctgtgga atgctacagg cgttgtagtt 240 

tgtactggtg acgaaactca gtgttacggt acatgggttc ctattgggct tgctatccct 300 

gaaaatgagg gtggtggctc tgagggtggc ggttctgagg gtggcggctc tgagggtggc 360 

ggtactaaac ctcctgagta cggtgataca cctattccgg gctatactta tatcaaccct 420 

ctcgacggca cttatccgcc tggtactgag caaaaccccg ctaatcctaa tccttctctt 480 

gaggagtctc agcctcttaa tactttcatg tttcagaata ataggttccg aaataggcag 540 

ggggcattaa ctgtttatac gggcactgtt actcaaggca ctgaccccgt taaaacttat 600 

taccagtaca ctcctgtatc atcaaaagcc atgtatgacg cttactggaa cggtaaattc 660 

agagactgcg ctttccattc tggctttaat gaggatccat tcgtttgtga atatcaaggc 720 

caatcgtctg acctgcctca acctcctgtc aatgctggcg gcggctctgg tggtggttct 780 

ggtggcggct ctgagggtgg cggctctgag ggtggcggtt ctgagggtgg cggctctgag 840 



ggtggcggtt 


ccggtggcgg ctccggttcc 


ggtgattttg 


attatgaaaa 


aatggcaaac 


900 


j 

gctaataagg 


gggctatgac cgaaaatgcc 


gatgaaaacg 


cgctacagtc 


tgacgctaaa 


960 


ggcaaacttg 


attctgtcgc tactgattac 


ggtgctgcta 


tcgatggttt 


cattggtgac 


1-020 


gtttccggcc 


ttgctaatgg taatggtgct 


actggtgatt 


ttgctggctc 


taattcccaa 


1080 


atggctcaag 


tcggtgacgg tgataattca 


cctttaatga 


ataatttccg 


tcaatattta 


1140 


ccttctttgc 


ctcagtcggt tgaatgtcgc 


ccttatgtct 


ttggcgctgg 


taaaccatat 


1200 


gaattttcta 


ttgattgtga caaaataaac 


ttattccgtg 


gtgtctttgc 


gtttcttt.ta 


1260 


tatgttgcca 


cctttatgta tgtattttcg 


acgtttgcta 


acatactgcg 


taataaggag 


1320 


tcttaaggcc 


tgataagcat gcgtaggaga 


aaataaaatg 


aaacaaagca 


ctattgcact 


1380 


ggcactctta 


ccgttgctct tcacccctgt 


taccaaagcc 


gactacaaag 


atgaagtgca 


1440 


attggtggaa 


agcggcggcg gcctggtgca 


accgggcggc 


agcctgcgtc 


tgagctgcgc 


1500 


ggcctccgga 


tttaccttta gcagctatgc 


gatgagctgg 


gtgcgccaag 


cccctgggaa 


1560 


gggtctcgag 


tgggtgagcg cgattagcgg 


tagcggcggc 


agcacctatt 


atgcggatag 


1620 


cgtgaaaggc 


cgttttacca tttcacgtga 


taattcgaaa 


aacaccctgt 


atctgcaaat 


1680 


gaacagcctg 


cgtgcggaag atacggccgt 


gtattattgc 


gcgcgtcgtt 


ctggtgctta 


1740 


tgattattgg 


ggccaaggca ccctggtgac 


ggttagctca 


gcgggtggcg 


gttctggcgg 


1800 


cggtgggagc 


ggtggcggtg gttctggcgg 


tggtggttcc 


gatatcgtga 


tgacccagag 


1860 


cccggatagc 


ctggcggtga gcctgggcga 


acgtgcgacc 


attaactgca 


gaagcagcca 


1920 


gagcgtgctg 


tatagcagca acaacaaaaa 


ctatctggcg 


tggtaccagc 


agaaaccagg 


1980 


tcagccgccg 


aaactattaa tttattgggc 


atccacccgt 


gaaagcgggg 


tcccggatcg 


2040 


ttttagcggc 


tctggatccg gczctgettt 


taccctgacc 


atttcgtccc 


tgcaagctga 


2100 


agacgtggcg 


gtgtattatt gccagcagta 


ttcttctttt 


cctcttacct 


ttggccaggg 


2160 


tacgaaagtt 


gaaattaaac gtacggaatt 


cccagggggg 


agcggaggcg 


cgccgcacca 


2220 


tcatcaccat 


cactgctgat aagcttgacc 


tgtgaagtga 


aaaatggcgc 


agattgtgcg 


2280 


acattttttt 


tgtctgccgt ttaatgaaat 


tgtaaacgtt 


aatattttgt 


taaaattcgc 


2340 


gttaaatttt 


tgttaaatca gctcattttt 


taaccaatag 


gccgaaatcg 


gcaaaatccc 


2400 


ttataaatca 


aaagaataga ccgagatagg 


gttgagtgtt 


gttccagttt 


ggaacaagag 


2460 


tccactatta 


aagaacgtgg actccaacgt 


caaagggcga 


aaaaccgtct 


atcagggcga 


2520 


tggcccacta 


cgagaaccat caccctaatc 


aagttttttg 


gggtcgaggt 


gccgtaaagc 


2580 


actaaatcgg 


aaccctaaag ggagcccccg 


atttagagct 


tgacggggaa 


agccggcgaa 


2640 


cgtggcgaga . 


aaggaaggga agaaagcgaa 


aggagcgggc 


gctagggcgc 


tggcaagtgt 


2700 



agcggtcacg 


ctgcgcgtaa 


ccaccacacc 


cgccgcgctt 


aatgcgccgc 


tacagggcgc 


2760 


gtgctagcca 


tgtgagcaaa 


aggccagcaa 


aaggccagga 


accgtaaaaa 


ggccgcgttg 


2820 


ctggcgtttt 


tccataggct 


ccgcccccct 


gacgagcatc 


acaaaaatcg 


acgctcaagt 


2880 


cagaggtggc 


gaaacccgac 


aggactataa 


agataccagg 


cgtttccccc 


tggaagctcc 


2940 


ctcy ty cgct 


ctcccgttcc 


gaccctgccg 


cttaccggar 


acctgtccgc 


CtltCLCCCL 


3000 


tcgggaagcg 


tggcgctttc tcatagctca 


cgctgtaggt 


atctcagttc 


ggtgtaggtc 


3060 


gttcgctcca 


agctgggctg 


tgtgcacgaa 


ccccccgttc 


agtccgaccg 


ctgcgcctta 


3120 


tccggtaact 


atcgtcttga 


gtccaacccg 


gtaagacacg 


acttatcgcc 


actggcagca 


3180 


gccactggta 


acaggattag 


cagagcgagg 


tatgtaggcg 


gtgctacaga 


gttcttgaag 


3240 


tggtggccta 


actacggcta 


cactagaaga 


acagtatttg 


gtatctgcgc 


tctgctgtag 


3300 


ccagttacct 


tcggaaaaag 


agttggtagc 


tcttgatccg 


gcaaacaaac 


caccgctggt 


3360 


agcggtggtt 


tttttgtttg 


caagcagcag 


attacgcgca 


gaaaaaaagg 


atctcaagaa 


3420 


gatcctttga 


tcttttctac 


ggggtctgac 


gctcagtgga 


acgaaaactc 


acgttaaggg 


3480 


attttggtca 


gatctagcac 


caggcgttta 


agggcaccaa 


taactgcctt 


aaaaaaatta 


3540 


cgccccgccc 


tgccactcat 


cgcagtactg 


ttgtaattca 


ttaagcattc 


tgccgacatg 


3600 


gaagccatca 


caaacggcat 


gatgaacctg 


aatcgccagc 


ggcatcagca 


ccttgtcgcc 


3660 


ttgcgtataa 


tatttgccca 


tagtgaaaac 


gggggcgaag 


aagttgtcca 


tattggctac 


3720 


gtttaaatca 


aaactggtga 


aactcaccca 


gggattggct 


gagacgaaaa 


acatattctc 


3780 


aataaaccct 


ttagggaaat 


aggccaggtt 


ttcaccgtaa 


cacgccacat 


cttgcgaata 


3840 


tatgtgtaga 


aactgccgga 


aatcgtcgtg 


gtattcactc 


cagagcgatg 


aaaacgtttc 


3900 


agtttgctca 


tggaaaacgg 


tgtaacaagg 


gtgaacacta 


tcccatatca 


ccagctcacc 


3960 


gtctttcatt 


gccatacgga 


actccgggtg 


agcattcatc 


aggcgggcaa 


gaatgtgaat 


4020 


aaaggccgga 


taaaacttgt 


gcttattttt 


ctttacggtc 


tttaaaaagg 


ccgtaatatc 


4080 


cagctgaacg 


gtctggttat 


aggtacattg 


agcaactgac 


tgaaatgcct 


caaaatgttc 


4140 


tttacgatgc 


cattgggata 


tatcaacggt 


ggtatatcca 


gtgatttttt 


tctccatttt 


4200 


agcttcctta 


gctcctgaaa 


atctcgataa 


ctcaaaaaat 


acgcccggta 


gtgatcttat 


4260 


ttcattatgg 


tgaaagttgg 


aacctcaccc 


aacotrtaat 


y Lyay L tay L 
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ggcaccccag 


gctttacact 


ttatgcttcc 


ggctcgtatg 


ttgtgtggaa 


ttgtgagcgg 


4380 


ataacaattt 


cacacaggaa 


acagctatga 


ccatgattac 


gaatt 
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tctagataac 


gagggcaaaa 


aatgaaaaag 


acagctatcg 


cgattgcagt 


ggcactggct 


60 


ggtttcgcta 


ccgtagcgca 


ggccgatatc 


gtgctgaccc 


agccgccttc 


agtgagtggc 


120 


gcaccaggtc 


agcgtgtgac 


catctcgtgt 


agcggcagca 


gcagcaacat 


tggcagcaac 


180 


tatgtgagct 


ggtaccagca 


gttgcccggg 


acggcgccga 


aactgctgat 


ttatgataac 


240 


aaccagcgtc 


cctcaggcgt 


gccggatcgt 


tttagcggat 


ccaaaagcgg 


caccagcgcg 


300 


agccttgcga 


ttacgggcct 


gcaaagcgaa 


gacgaagcgg 


attattattg 


ccagagctat 


360 


gaccagaatg 


ctcttgttga 


ggtgtttggc 


ggcggcacga 


agttaaccgt 


tcttggccag 


420 


ccgaaagccg 


caccgagtgt 


gacgctgttt 


ccgccgagca 


gcgaagaatt 


gcaggcgaac 


480 


aaagcgaccc 


tggtgtgcct 


gattagcgac 


ttttatccgg 


gagccgtgac 


agtggcctgg 


540 


aaggcagata 


gcagccccgt 


caaggcggga 


gtggagacca 


ccacaccctc 


caaacaaagc 


600 


aacaacaagt 


acgcggccag 


cagctatctg 


agcctgacgc 


ctgagcagtg 


gaagtcccac 


660 


agaagctaca 


gctgccaggt 


cacgcatgag 


gggagcaccg 


tggaaaaaac 


cgttgcgccg 


720 


actgaggcct 


ctccaggggg 


gagcggaggc 


gcgccgcacc 


atcatcacca 


tcactgctga 


780 


Laatatgcat 


gcgtaggaga 


aaataaaatg 


aaacaaagca 


ctattgcact 


ggcactctta 




ccgttgctct 


tcacccctgt 


taccaaagcc 


caggtgcaat 


tgaaagaaag 


cggcccggcc 


900 


ctggtgaaac 


cgacccaaac 


cctgaccctg 


acctgtacct 


tttccggatt 


tagcctgtcc 


960 


acgtctggcg 


ttggcgtggg 


ctggattcgc 


cagccgcctg 


ggaaagccct 


cgagtggctg 


1020 


gctctgattg 


attgggatga 


tgataagtat 


tatagcacca 


gcctgaaaac 


gcgtctgacc 


1080 


attagcaaag 


atacttcgaa 


aaatcaggtg 


gtgctgacta 


tgaccaacat 


ggacccggtg 


1140 


gatacggcca 


cctattattg 


cgcgcgtttt 


gatccttttt 


ttgattcttt 


ttttgattat 


1200 


tggggccaag 


gcaccctggt 


gacggttagc 


tcagcgtcga 


ccaaaggtcc 


aagcgtgttt 


1260 


ccgctggctc 


cgagcagcaa 


aagcaccagc 


ggcggcacgg 


ctgccctggg 


ctgcctggtt 


1320 


aaagattatt 


tcccggaacc 


agtcaccgtg 


agctggaaca 


gcggggcgct 


gaccagcggc 


1380 


gtgcatacct 


ttccggcggt 


gctgcaaagc 


agcggcctgt 


atagcctgag 


cagcgttgtg 


1440 



accgtgccga 


gcagcagctt 


aggcactcag 


acctatattt 


gcaacgtgaa 


ccataaaccg 


1500 


agcaacacca 


aagtggataa 


aaaagtggaa 


ccgaaaagcg 


aattcgacta 


taaagatgac 


1560 


gatgacaaag 


gcgcgccgtg 


gagccacccg 


cagtttgaaa 


aatgataagc 


ttgacctgtg 


1620 


aagtgaaaaa 


tggcgcagat 


tgtgcgacat 


tttttttgtc 


tgccgtttaa 


ttaaaggggg 


1680 


gggggggccg 


gcctgggggg 


gggtgtacat 


gaaartgtaa 


acgttaatat 


tttgttaaaa 


1740 


ttcgcgttaa 


atttttgtta 


aatcagctca 


ttttttaacc 


aataggccga 


aatcggcaaa 


1800 


atcccttata 


aatcaaaaga 


atagaccgag 


atagggttga 


gtgttgttcc 


agtttggaac 


1860 


aagagtccac 


tattaaagaa 


cgtggactcc 


aacgtcaaag 


ggcgaaaaac 


cgtctatcag 


1920 


ggcgatggcc 


cactacgaga 


accatcaccc 


taatcaagtt 


ttttggggtc 


gaggtgccgt 


1980 


aaagcactaa 


atcggaaccc 


taaagggagc 


ccccgattta 


gagcttgacg 


gggaaagccg 


2040 


gcgaacgtgg 


cgagaaagga 


agggaagaaa 


gcgaaaggag 


cgggcgctag 


ggcgctggca 


2100 


agtgtagcgg 


tcacgctgcg 


cgtaaccacc 


acacccgccg 


cgcttaatgc 


gccgctacag 


2160 


qqcqcqtgct 


agactagtgt 


ttaaaccgga 


ccqggqgqgq 


gcttaagtgg 


gctgcaaaac 


2220 


aaaacggcct 


cctgtcagga 


agccgctttt 


atcgggtagc 


ctcactgccc 


gctttccagt 


2280 


cgggaaacct 


gtcgtgccag 


ctgcatcagt 


gaatcggcca 


acgcgcgggg 


agaggcggtt 


2340 


tgcgtattgg 


gagccagggt 


ggtttttctt 


ttcaccagtg 


agacgggcaa 


cagctgattg 


2400 


cccttcaccg 


cctggccctg 


agagagttgc 


agcaagcggt 


ccacgctggt 


ttgccccagc 


2460 


aggcgaaaat 


cctgtttgat 


ggtggtcagc 


ggcgggatat 


aacatgagct 


gtcctcggta 


2520 


tcgtcgtatc 


ccactaccga 


gatgtccgca 


ccaacgcgca 


gcccggactc 


ggtaatggca 


2580 


cgcattgcgc 


ccagcgccat 


ctgatcgttg 


gcaaccagca 


tcgcagtggg 


aacgatgccc 


2640 


tcattcagca 


tttgcatggt 


ttgttgaaaa 


ccggacatgg 


cactccagtc 


gccttcccgt 


2700 


tccgctatcg 


gctgaatttg 


attgcgagtg 


agatatttat 


gccagccagc 


cagacgcaga 


2760 


cgcgccgaga 


cagaacttaa 


tgggccagct 


aacagcgcga 


tttgctggtg 


gcccaatgcg 


2820 


accagatgct 


ccacgcccag 


tcgcgtaccg 


tcctcatggg 


agaaaataat 


actgttgatg 


2880 


ggtgtctggt 


cagagacatc 


aagaaataac 


gccggaacat 


tagtgcaggc 


agcttccaca 


2940 


gcaatagcat 


cctggtcatc 


cagcggatag 


ttaataatca 


gcccactgac 


acgttgcgcg 


3000 


agaagattgt 


gcaccgccgc 


tttacaggct 


tcgacgccgc 


ttcgttctac 


catcgacacg 


3060 


accacgctgg 


cacccagt tg 


atcggcgcga 


gatttaatcg 


ccgcgacaat 


ttgcgacggc 


312 0 


gcgtgcaggg 


ccagactgga 


ggtggcaacg 


ccaatcagca 


acgactgttt 


gcccgccagt 


3180 


tgttgtgcca 


cgcggttagg 


aatgtaattc 


agctccgcca 


tcgccgcttc 


cactttttcc 


3240 



cgcgttttcg cagaaacgtg gctggcctgg 


ttcaccacgc 


gggaaacggt 


ctgataagag 


3300 


acaccggcat actctgcgac atcgtataac 


gttactggtt 


tcacattcac 


caccctgaat; 


3360 


tgactctctt ccgggcgcta tcatgccata 


ccgcgaaagg 


ttttgcgcca 


ttcgatgcta 


3420 


gccatgtgag caaaaggcca gcaaaaggcc 


aggaaccgta 


aaaaggccgc gttgctggcg 


3480 


tttttccata ggctccgccc ccctgacgag 


catcacaaaa 


atcgacgctc 


aagtcagagg 


3540 


tggcgaaacc cgacaggact ataaagatac 


caggcgtttc 


cccctggaag 


ctccctcgtg 


3600 


cgctctcctg ttccgaccct gccgcttacc 


ggatacctgt 


ccgcctttct 


cccttcggga 


3660 


agcgtggcgc tttctcatag ctcacgctgt 


aggtatctca 


gttcggtgta 


ggtcgttcgc 


3720 


tccaagctgg gctgtgtgca cgaacccccc 


gttcagcccg 


accgctgcgc 


cttatccggt 


3780 


aactatcgtc ttgagtccaa cccggtaaga 


cacgacttat 


cgccactggc 


agcagccact 


3840 


ggtaacagga ttagcagagc gaggtatgta 


ggcggtgcta 


cagagttctt 


gaagtggtgg 


3900 


cctaactacg gctacactag aagaacagta 


tttggtatct 


gcgctctgct 


gtagccagtt 


3960 


accttcggaa aaagagttgg tagctcttga 


tccggcaaac 


aaaccaccgc 


tggtagcggt 


4020 


ggtttttttg tttgcaagca gcagattacg 


cgcagaaaaa 


aaggatctca 


agaagatcct 


4080 


ttgatctttt ctacggggtc tgacgctcag 


tggaacgaaa 


actcacgtta 


agggattttg 


4140 


gtcagatcta gcaccaggcg tttaagggca 


ccaataactg 


ccttaaaaaa 


attacgcccc 


4200 


gccctgccac tcatcgcagt actgttgtaa 


ttcattaagc 


attctgccga 


catggaagcc 


4260 


atcacaaacg gcatgatgaa cctgaatcgc 


cagcggcatc 


agcaccttgt 


cgccttgcgt 


4320 


ataatatttg cccatagtga aaacgggggc 


gaagaagttg 


tccatattgg 


ctacgtttaa 


4380 


atcaaaactg gtgaaactca cccagggatt 


ggctgagacg 


aaaaacatat 


tctcaataaa 


4440 


ccctttaggg aaataggcca ggttttcacc 


gtaaCJiCgcc 


acatcttgcg 


aatatatgtg 


4500 


tagaaactgc cggaaatcgt cgtggtattc 


actccagagc 


gatgaaaacg 


tttcagtttg 


4560 


ctcatggaaa acggtgtaac aagggtgaac 


actatcccat 


atcaccagct 


caccgtcttt 


4620 


cattgccata cggaactccg ggtgagcatt 


catcaggcgg 


gcaagaatgt 


gaataaaggc 


4680 


cggataaaac ttgtgcttat ttttctttac 


ggtctttaaa 


aaggccgtaa 


tatccagctg 


4740 


aacggtctgg ttataggtac attgagcaac 


tgactgaaat 


gcctcaaaat 


gttctttacg 


4800 


atgccattgg gatatatcaa cggtggtata 


tccagtgatt 


tttttctcca 


ttttagcttc 


4860 


cttagctcct gaaaatctcg ataactcaaa 


aaatacgccc 


ggtagtgatc 


ttatttcatt 


4920 


atggtgaaag ttggaacctc acccgacgtc 


taatgtgagt 


tagctcactc 


attaggcacc 


4980 


ccaggcttta cactttatgc ttccggctcg 


tatgttgtgt 


ggaattgtga 


gcggataaca 


5040 


atttcacaca ggaaacagct atgaccatga 


ttacgaatt 






5079 
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